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JIABOPATOPWA BYAYLWErO LAB OF THE FUTURE

MaumneHnT: TECT

3akas: Oata pernctpauumn: 10.01.2024
Data poxaeHus: 07.01.1990 BospacT: 34 . Mon: M
nny: O6paseu pesynbTaTa Kopg INY: 99991264

NOCEB HA A3POBHYIO U ®AKYJIbTATUBHO-AHAJPOBHYIO BAKTEPUAJIbHYIO
®JIOPY C OMNPEAENEHUEM YYBCTBUTENIbHOCTU K OCHOBHOMY CINEKTPY
AHTUMUKPOBHbIX NMPEMNAPATOB

[Oarta B3ATMA GMomaTtepmana:

3asaBka: 7018436139 Marepuan: CekpeT npeacTaTenbHOM Xenesbl

UccnepoBaHue: NoceB oTAensieMoro nonoBbIX OPraHoB Ha a3pobHY0 1 hakynbTaTUBHO-aHa3POOHY BakTepuanbHyto dropy ¢
onpeaeneHnemM YyBCTBUTENBHOCTN K OCHOBHOMY CMEKTPY aHTUMUKPOGHbIX NpenapaToB

3akntoyeHue

B uccnedyemom buomamepuarne obHapyxeH pocm conymemesytowel MUKkpoghriopbl, Ymo He mpebyem ornpedeneHusi 4YyeacmeumernbHOCmu K
aHMUMUKPOBHbIM rpenapamam.

Pocma namozeHHoU U yCr108HO-Namo2eHHoU MUKPOiopbl 8 0UazHOCMUYECKU 3HaYUMOM KOU4ecmee He 06HapyKeHo.
Ndenmucpukayus : MALDI-TOF macc-cnekmpomemp microfiex LT, Bruker , 'epmaHus.

B pamkax GaHHOU ycryeu nposoduriock uccredosaHue Ha 0bHapyxeHue credyrowux epynn MUKpOopaaHUu3Mos:
Enterobacteriales (Citrobacter, Enterobacter, Escherichia, Hafnia, Klebsiella, Kluyvera, Leclercia, Morganella, Pantoea, Proteus, Providencia,
Raoultella, Salmonella, Serratia, Shewanella, Shigella u dp.)

Non-Fermenting Gram-Negative Bacterium (Pseudomonas, Acinetobacter, Stenotrophomonas, Achromobacter, Aeromonas,
Chryseobacterium u dp.)

Pasteurellaceae (Haemophilus, Aggregatibacter, Pasteurella, Actinobacillus)

Moraxellaceae (Moraxella catarrhalis, Moraxella nonliquefaciens u dp.)

Neisseriaceae (Neisseria gonorrhoeae, Neisseria meningitides u 0p.)

Staphylococcaceae (Staphylococcus aureus, Staphylococcus saprophyticus u 0p.)

Streptococcaceae (Streptococcus agalactiae, Streptococcus pyogenes, Streptococcus pneumoniae u 0p.)

Enterococcaceae (Streptococcus faecalis, Streptococcus faecium u 9p.)

Corynebacteriaceae (Corynebacterium argentoratense, Corynebacterium glucuronolyticum, Corynebacterium striatum u dp.)
Actinomycetaceae (Actinomyces spp.)

B mowm yucne Ha dpoxxernodobHble epubbl (Candida, Cryptococcus, Rhodotorula, Saccharomyces, Trchosporon u 0p.)

[anHoe uccnedosaHue He npedycmampueaem ebisieNIeHuUsi 8UPYcos, xnamudull, MUKOMIasM, ypearsiasm, 06/1u2amHo aHaspobHbIx 6akmeputi
U HeKomopbIx Opyaux MUKPOOP2aHU3MO8, He pacmyuiux Ha numamesibHbIx cpedax unu mpebyrouwux ocobbix yCrnoeuti Kyibmugupo8aHUs.

Pe3ynbmam nabopamopHoeo uccnedosaHusi He siesemcs OuazHo30M, UHMepnpemayusi TNuuenauna Ne 11041-01137-77/00311104 ot 19.01.2017 r.

pesynbmamos npoeoduMcsi C y4emom KITUHUYECKUX nposieneHuli u daHHbIX aHaMHe3a. 1SO 9001:2015 ceptucpukat cootBetcTaust NeRU.097A.00415, peiicteutengHyno 19.10.2025
FOCT P MCO 15189-2015 (ISO 15189:2012) cepTudmkat COOTBeTCTBl/ISI NOPOCC
RU.32101.04>K3A1.209, pencteuteneH o 20.10.2025 ¥,

NTOrOBbIN PE3Y/IbTAT Bpau KINA: Craxkesuy J1. U.
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